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PCR product size (bp)

RD12r AGCAGGAGCGGTTGGATATTC

AY b (6 557L 40l 031 9(0 0 ko) i 098 « A LT pole dloro

Subspecies Locus
16S rRNA RV0577 151561 RVI510 RV1970 RV3877/8 Rv3120 RD1 RD4 RD9 RD12
Mycobacterium tuberculosis 543 786 943 1,033 1,116 999 404 146 172 235 369
Mycobacterium bovis 543 786 943 No product No product 999 No product 146 268 108 306
Mycobacterium bovis BCG 543 786 943 No product No product No product No product 196 268 108 306
Mycobacterium africanumsubtype | 543 786 943 1,033 No product 999 404 146 172 108 369
Mycobacterium africanum subtype 11 543 786 943 1,033 1,116 999 404 146 172 108 369
Mycobacterium microti 543 786 943 1,033 No product 999 404 146 172 108 369
Mycobacterium canetti 543 786 No product 1,033 1,116 999 No product 146 172 235 No product
Mycobacteria other than tuberculosis 543 No product No product No product No product No product No product No product No product No product No product
G el 58 0dlail 3350 PCR (sl 0g03T 12! Lyl 9 s1321-Y Jouo
PCR target locus Primer name and sequence (5'-3") PCR protocol Reference
16S rRNAf ACG GTG GGT ACT AGG TGT GGG TTTC
16S rRNA A (12)
16S rRNAr TCT GCG ATT ACT AGC GAC TCCGACTTCA
RV0577f ATG CCC AAG AGA AGC GAA TAC AGG CAA
RV0577 A (12)
RV0577r CTATTG CTG CGG TGC GGG CTT CAA
1S1561f GCT GGG TGG GCC CTG GAATAC GTG AAC TCT
151561 A (12)
1S1561r AAC TGC TCA CCC TGG CCACCA CCATTG ACT
Rv1510f GTG CGC TCC ACC CAAATAGTT GC
Rv1510 A (12)
Rv1510r TGT CGA CCT GGG GCA CAAATC AGT C
Rv1970f GCG CAG CTG CCG GAT GTC AAC
RV1970 A (12)
Rv1970r CGC CGG CAG CCT CAC GAA ATG
Rv3877/8f CGA CGG GTC TGA CGG CCAAACTCATC
RV3877/8 A (12)
Rv3877/8r CTT GCT CGG TGG CCG GTTTTT CAGC
Rv3120f GTC GGC GAT AGA CCATGAGTC CGT CTC CAT
Rv3120 A (12)
Rv3120r GCG AAA AGT GGG CGG ATG CCAGAATAG T
RD1f AAG CGG TTG CCG CCG ACCGAC C
RD1 RD1int CTG GCT ATATTC CTG GGC CCG G B (16)
RD1r GAG GCG ATCT GGC GGT TTG GGG
RD4f ATG TGC GAG CTG AGC GAT G
RD4 RD4int TGTA CTA TGC TGA CCC ATG CG B (16)
RD4r AAAGGAGCACCATCG TC
RD9f CAAGTTGCCGTTTCGAGCC
RD9 RD9int CAATGTTTGTTGCGCTGC B (16)
RD9r GCTACCCTCGACCAAGTGTT
RD12f GGGAGCCCAGCATTTACCTC
RD12 RD12int GTGTTGCGGGAATTACTCGG B (16)
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