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Figure 1- Result of RFLP technique for GDF9 (FecG") loci by Ddel enzyme in Zel sheep;

M: size marker SM03321.
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Figure 2- Result of PCR-SSCP technique for GDF9 gene (a fragment of 139 bp from

exon 2 of this gene) in Zel sheep.
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Figure 3- Result of PCR-RFLP technique of FSHR loci by MSCI enzyme in Zel sheep.
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Table 1- Allelic and Genotypic frequency of FSHR loci in Zel sheep.
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Table 2- Analysis of genotype effect of FSHR loci on litter size per parity in Zel sheep
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Abstract

Follicle stimulating hormone receptor (FSHR) and growth differentiation factor 9
(GDF9) both are the most important proteins that affect reproduction process in mammalian.
Polymorphism in these genes and their possible relationship with twining trait in Zel (n=150)
sheep are investigated in the present study. Blood samples were collected randomly via vein
puncture. PCR-RFLP technique for FSHR marker site showed two A and B alleles with the
frequency of 93.33 and 6.67 and two genotypes of AA and BB with the frequency of 93.33
and 6.67, respectively. However, the heterozygote AB genotype was not observed in studied
samples. There was no significant association between FSHR marker site and twining
(lambing per parity). Detection of genetic variation of GDF9 was carried out by PCR-RFLP
and PCR-SSCP technique, respectively. All studied samples had similar banding pattern in
both genetic markers and showed wild type homozygote AA genotype. Our finding in Zel
breed in the present study along with pervious investigations on other major genes, It can be
concluded that the common and major gene affecting reproduction trait are not present in Zel
sheep. Therefore, further study is necessary to find a functional gene(s) in this breed.
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